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PREFACE 

Natural resources, particularly plants, have long been used as a source of therapeutics, and 

over the past centuries, many valuable drugs have been created from these resources. They 

have been the source of privileged scaffolds for half of all medicinal compounds that are 

produced synthetically due to their complex structural spaces and physicochemical 

properties. Emerging risks to human health necessitate a concerted effort to find both 

preventive and therapeutic approaches, with natural products at the centre of initiatives to 

develop novel treatments and lower disease transmission and associated mortality. Natsiatum 

herpticum Buch.-Ham. ex Arn., a least-explored plant, is being considered a wild edible plant 

by some ethnic groups. In spite of several previous publications suggesting its 

ethnopharmacological use by different tribes, no documentation or scientific approaches have 

been made hitherto to validate its ethnopharmacological claims. The research work presented 

in the thesis addresses four objectives. The first objective of the study is to validate the 

pharmacognostical quality control assessment of N. herpeticum in accordance with standard 

guidelines. The second objective is to determine the toxicity profile of the plant. The third 

objective includes the qualitative screening of the aqueous plant extract and network 

pharmacology-based prediction of the antibacterial and anti-inflammatory potential of the 

detected compounds. The fourth objective deals with the experimental validation of the 

pharmacological activity of the aqueous extract of N. herpeticum using in silico-in vitro-in 

vivo approach. 

The work embodied in this thesis has been organised into the following chapters: 

Chapter 1. This chapter introduces the significance of natural products in drug discovery and 

development and discusses the significance of modern tools in natural product research. 

Further, the available ethnopharmacological claims on N. herpeticum have been described. 
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Chapter 2. This chapter deals with the literature available on N. herpeticum. It further 

summarises the application of different methodologies in natural product research. 

Chapter 3. This chapter includes the rationale, objectives, and plan of work. 

Chapter 4. In this chapter, a description of the methodologies employed in the research work 

has been provided. 

Chapter 5. This chapter includes the findings of the quality control assessment, toxicity 

studies, network pharmacology-based prediction, and pharmacological evaluations.  

Chapter 6. This chapter discusses the major findings of the study and their implications. 

Further, it describes the current limitations of the study. 

Chapter 7. This chapter summarises the key points of the findings from the study and 

presents future prospective. 

Apart from this, the references and appendix, including the additional supplementary data 

supporting the main findings, have been included. 

 


