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promastigotes were characterised using scanning electron microscopy
(SEM). Notable morphological changes were observed following 48 hours
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served as the positive control, while untreated promastigotes were used as
the negative control.
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Fluorescence-based assessment of autophagic vacuole accumulation in
miltefosine-unresponsive Leishmania. donovani promastigotes. (A)
Representative  fluorescence  microscopy images of miltefosine-
unresponsive L. donovani promastigotes following 48 hours of treatment
with the indicated test compounds. Cells were stained with CYTO-ID to
visualise autophagic vacuoles and Hoechst 33342 for nuclear staining.
Promastigotes treated with rapamycin served as a positive control for
autophagy induction, while untreated cells served as the negative control.
(B) Quantitative analysis of relative CYTO-ID fluorescence intensity,
representing autophagic vacuole accumulation. Fluorescence intensity in
rapamycin-treated promastigotes was set as 100% for normalisation across

samples.
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